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#NEXUS1
[File generated by DnaSP Ver. 5.10.01;     dic 13, 2013]2
[Haplotype Data from Data File: Calmodulin_nigri_population_cut.fas]3
[Number of sequences: 129    Number of sequences used: 129]4
[Number of Sites in the complete Data File: 536]5
[Selected Region:  1-536]6
[Sites with alignment gaps:  not considered]7
[Invariable sites:  removed]8

9
BEGIN TAXA;10
DIMENSIONS NTAX=70;11
TAXLABELS12
Hap_113
Hap_214
Hap_315
Hap_416
Hap_517
Hap_618
Hap_719
Hap_820
Hap_921
Hap_1022
Hap_1123
Hap_1224
Hap_1325
Hap_1426
Hap_1527
Hap_1628
Hap_1729
Hap_1830
Hap_1931
Hap_2032
Hap_2133
Hap_2234
Hap_2335
Hap_2436
Hap_2537
Hap_2638
Hap_2739
Hap_2840
Hap_2941
Hap_3042
Hap_3143
Hap_3244
Hap_3345
Hap_3446
Hap_3547
Hap_3648
Hap_3749
Hap_3850
Hap_3951
Hap_4052
Hap_4153
Hap_4254
Hap_4355
Hap_4456
Hap_4557
Hap_4658
Hap_4759
Hap_4860
Hap_4961
Hap_5062
Hap_5163
Hap_5264
Hap_5365
Hap_5466
Hap_5567
Hap_5668
Hap_5769
Hap_5870
Hap_5971
Hap_6072
Hap_6173
Hap_6274
Hap_6375
Hap_6476
Hap_6577
Hap_6678
Hap_6779
Hap_6880
Hap_6981
Hap_70;82
END;83

84
[Hap#  Freq. Sequences]85
[Hap_1:  6    1-2 4 9-10 13]86
[Hap_2:  1    3]87
[Hap_3:  3    5 20 30]88
[Hap_4:  2    6-7]89
[Hap_5:  1    8]90
[Hap_6:  1    11]91
[Hap_7:  1    12]92
[Hap_8:  9    14 17-19 21 23-26]93
[Hap_9:  1    15]94
[Hap_10:  1    16]95
[Hap_11:  1    22]96
[Hap_12:  1    27]97
[Hap_13:  1    28]98
[Hap_14:  1    29]99
[Hap_15:  2    31 36]100
[Hap_16:  1    32]101
[Hap_17:  1    33]102
[Hap_18:  2    34-35]103
[Hap_19:  1    37]104
[Hap_20:  1    38]105
[Hap_21:  2    39 46]106
[Hap_22:  1    40]107
[Hap_23:  4    41 43 51 61]108
[Hap_24:  2    42 60]109
[Hap_25:  3    44 54 64]110
[Hap_26:  2    45 65]111
[Hap_27:  2    47 62]112
[Hap_28:  3    48-49 58]113
[Hap_29:  1    50]114
[Hap_30:  1    52]115
[Hap_31:  1    53]116
[Hap_32:  1    55]117
[Hap_33:  1    56]118
[Hap_34:  1    57]119
[Hap_35:  1    59]120
[Hap_36:  1    63]121
[Hap_37:  14    66-73 75-77 82-83 86]122
[Hap_38:  1    74]123
[Hap_39:  8    78-81 84-85 87-88]124
[Hap_40:  1    89]125
[Hap_41:  1    90]126
[Hap_42:  1    91]127
[Hap_43:  1    92]128
[Hap_44:  1    93]129
[Hap_45:  1    94]130
[Hap_46:  1    95]131
[Hap_47:  1    96]132
[Hap_48:  1    97]133
[Hap_49:  1    98]134
[Hap_50:  1    99]135
[Hap_51:  1    100]136
[Hap_52:  1    101]137
[Hap_53:  2    102 111]138
[Hap_54:  1    103]139
[Hap_55:  1    104]140
[Hap_56:  1    105]141
[Hap_57:  1    106]142
[Hap_58:  1    107]143
[Hap_59:  1    108]144
[Hap_60:  2    109-110]145
[Hap_61:  5    112-113 116 120-121]146
[Hap_62:  1    114]147
[Hap_63:  1    115]148
[Hap_64:  1    117]149
[Hap_65:  2    118-119]150
[Hap_66:  1    122]151
[Hap_67:  4    123-124 126 129]152
[Hap_68:  1    125]153
[Hap_69:  1    127]154
[Hap_70:  1    128]155

156
157

[Hap#  Freq. Sequences]158
[Hap_1:  6    4501|niger|CBS 10355|nige||grape|It 10939|niger||Pistach 14923|niger||Almond| 16150|niger|121.28|A 7559|lacticoffeatus|]159
[Hap_2:  1    10359|niger||grape|I]160
[Hap_3:  3    11448|niger||Cashew 14028|awamori||almon 16174|eucalypticola|]161
[Hap_4:  2    11552|niger||Cashew 12751|niger||Pistach]162
[Hap_5:  1    14270|niger|||Turcke]163
[Hap_6:  1    5218|niger||grape|Gr]164
[Hap_7:  1    7090|niger||grape|It]165
[Hap_8:  9    4509|awamori|||| 10615|awamori|||| 11943|awamori||Raisi 12120|awamori||Raisi 14032|awamori||almon 4689|awamori|||| 7500|awamori||grape| 8914|awamori||corn|M 8930|awamori||corn|M]166
[Hap_9:  1    10206|awamori||grape]167
[Hap_10:  1    10372|awamori||grape]168
[Hap_11:  1    14307|awamori|||Turc]169
[Hap_12:  1    7048|brasiliensis|CB]170
[Hap_13:  1    6139|brasiliensis||g]171
[Hap_14:  1    6145|brasiliensis||g]172
[Hap_15:  2    16155|piperis|type|B 15732|acidus|CBS]173
[Hap_16:  1    7555|costaricaensis|]174
[Hap_17:  1    7561|vadensis|Type||]175
[Hap_18:  2    4507|acidus|CBS 4508|acidus|CBS]176
[Hap_19:  1    12754|acidus||Pistac]177
[Hap_20:  1    14026|acidus||almond]178
[Hap_21:  2    7040|tubingensis|CBS 11210|tubingensis||W]179
[Hap_22:  1    10916|tubingensis||A]180
[Hap_23:  4    10651|tubingensis||P 12711|tubingensis||P 12711|tubingensis||P 10976|tubingensis||P]181
[Hap_24:  2    11554|tubingens||Cas 10941|tubingensis||P]182
[Hap_25:  3    13309|tubingensis||P 13309|tubingensis||P 12121|tubingensis||R]183
[Hap_26:  2    14044|tubingensis||a 14044|tubingensis||a]184
[Hap_27:  2    11431|tubingensis||C 11431|tubingensis||C]185
[Hap_28:  3    11777|tubingensis||g 11793|tubingensis||g 15228|tubingensis||c]186
[Hap_29:  1    11823|tubingensis||g]187
[Hap_30:  1    12931|tubingensis||R]188
[Hap_31:  1    13296|tubingensis||P]189
[Hap_32:  1    13312|tubingensis||P]190
[Hap_33:  1    14263|tubingensis|||]191
[Hap_34:  1    14304|tubingensis|||]192
[Hap_35:  1    A. neoniger CBS 115656193
[Hap_36:  1    11706|tubingensis||C]194
[Hap_37:  14    4503|carbonarius|CBS 4550|carbonarius|||P 4729|carbonarius||gr 4784|carbonarius||gr 4838|carbonarius||gr 4839|carbonarius||gr 4841|carbonarius||gr 4932|carbonarius||gr 6760|carbonarius||gr 6761|carbonarius||gr 6763|carbonarius||gr 6774|carbonarius||So 6780|carbonarius||So 10329|carbonarius||g]195
[Hap_38:  1    6597|carbonarius||Se]196
[Hap_39:  8    6764|carbonarius||gr 6765|carbonarius||gr 6766|carbonarius||gr 6767|carbonarius||gr 10262|carbonarius||g 10318|carbonarius||g 12549|carbonarius||R 12552|carbonarius||R]197
[Hap_40:  1    12560|carbonarius||R]198
[Hap_41:  1    16178|sclerotiicarbo]199
[Hap_42:  1    7560|sclerotioniger|]200
[Hap_43:  1    4776|ibericus|IMI]201
[Hap_44:  1    6600|ibericus|IMI]202
[Hap_45:  1    6778|ibericus||Soil|]203
[Hap_46:  1    4499|ellipticus-heli]204
[Hap_47:  1    7045|heteromorphus|C]205
[Hap_48:  1    16177|saccharolyticu]206
[Hap_49:  1    7556|homomorphus|CBS]207
[Hap_50:  1    11870|homomorphus_gr]208
[Hap_51:  1    16172|aculeatinus|cb]209
[Hap_52:  1    7037|fijiensis|Type|]210
[Hap_53:  2    7047|brunneoviolaceu 7047|aculeatus|CBS]211
[Hap_54:  1    7044|aculeatus_atypi]212
[Hap_55:  1    14821|trinidadensis]213
[Hap_56:  1    14829|trinidadensis]214
[Hap_57:  1    14783|floridensis||A]215
[Hap_58:  1    A_floridensis_IHEM]216
[Hap_59:  1    4760|aculeatus|nrrl]217
[Hap_60:  2    7046|aculeatus|CBS 14807|aculeatus||Air]218
[Hap_61:  5    4834|uvarum||grape|I 4833|uvarum||grape|I 10364|uvarum||grape| 12679|uvarum||Raisin 4727|uvarum||grape|I]219
[Hap_62:  1    5013|uvarum||grape|I]220
[Hap_63:  1    10357|uvarum||grape|]221
[Hap_64:  1    10365|uvarum||grape|]222
[Hap_65:  2    10208|uvarum||grape| 12585|uvarum||Raisin]223
[Hap_66:  1    7038_A.indologenus]224
[Hap_67:  4    7034|japonicus|CBS 16159|violaceofuscus 15926|japonicus|||| 14788|japonicus||Air]225
[Hap_68:  1    4497|japonicu|CBS]226
[Hap_69:  1    11859|japonicus||gra]227
[Hap_70:  1    14808|japonicus||Air]228

229
230

BEGIN CHARACTERS;231
DIMENSIONS NCHAR=188;232
FORMAT DATATYPE=DNA  MISSING=? GAP=- MATCHCHAR=.;233
CHARLABELS234
	 [1]	nt_63	 [2]	nt_64	 [3]	nt_65	 [4]	nt_66	 [5]	nt_67235
	 [6]	nt_74	 [7]	nt_75	 [8]	nt_76	 [9]	nt_77	 [10]	 nt_78236
	 [11]	 nt_79	 [12]	 nt_80	 [13]	 nt_81	 [14]	 nt_82	 [15]	 nt_83237
	 [16]	 nt_84	 [17]	 nt_89	 [18]	 nt_91	 [19]	 nt_92	 [20]	 nt_94238
	 [21]	 nt_96	 [22]	 nt_108	 [23]	 nt_115	 [24]	 nt_116	 [25]	 nt_119239
	 [26]	 nt_120	 [27]	 nt_123	 [28]	 nt_124	 [29]	 nt_127	 [30]	 nt_128240
	 [31]	 nt_129	 [32]	 nt_130	 [33]	 nt_131	 [34]	 nt_133	 [35]	 nt_134241
	 [36]	 nt_137	 [37]	 nt_151	 [38]	 nt_152	 [39]	 nt_153	 [40]	 nt_154242
	 [41]	 nt_155	 [42]	 nt_156	 [43]	 nt_157	 [44]	 nt_158	 [45]	 nt_159243
	 [46]	 nt_160	 [47]	 nt_161	 [48]	 nt_175	 [49]	 nt_176	 [50]	 nt_177244
	 [51]	 nt_178	 [52]	 nt_179	 [53]	 nt_180	 [54]	 nt_181	 [55]	 nt_182245
	 [56]	 nt_183	 [57]	 nt_184	 [58]	 nt_185	 [59]	 nt_186	 [60]	 nt_193246
	 [61]	 nt_194	 [62]	 nt_196	 [63]	 nt_197	 [64]	 nt_198	 [65]	 nt_200247
	 [66]	 nt_202	 [67]	 nt_203	 [68]	 nt_204	 [69]	 nt_205	 [70]	 nt_206248
	 [71]	 nt_208	 [72]	 nt_209	 [73]	 nt_210	 [74]	 nt_211	 [75]	 nt_212249
	 [76]	 nt_215	 [77]	 nt_216	 [78]	 nt_217	 [79]	 nt_218	 [80]	 nt_219250
	 [81]	 nt_221	 [82]	 nt_222	 [83]	 nt_223	 [84]	 nt_225	 [85]	 nt_228251
	 [86]	 nt_230	 [87]	 nt_231	 [88]	 nt_232	 [89]	 nt_233	 [90]	 nt_234252
	 [91]	 nt_236	 [92]	 nt_237	 [93]	 nt_238	 [94]	 nt_239	 [95]	 nt_242253
	 [96]	 nt_243	 [97]	 nt_244	 [98]	 nt_245	 [99]	 nt_249	 [100]	 nt_252254
	 [101]	 nt_255	 [102]	 nt_258	 [103]	 nt_261	 [104]	 nt_268	 [105]	 nt_270255
	 [106]	 nt_273	 [107]	 nt_276	 [108]	 nt_279	 [109]	 nt_285	 [110]	 nt_288256
	 [111]	 nt_291	 [112]	 nt_300	 [113]	 nt_303	 [114]	 nt_306	 [115]	 nt_316257
	 [116]	 nt_318	 [117]	 nt_321	 [118]	 nt_324	 [119]	 nt_330	 [120]	 nt_333258
	 [121]	 nt_339	 [122]	 nt_342	 [123]	 nt_354	 [124]	 nt_357	 [125]	 nt_360259
	 [126]	 nt_366	 [127]	 nt_369	 [128]	 nt_372	 [129]	 nt_381	 [130]	 nt_382260
	 [131]	 nt_383	 [132]	 nt_384	 [133]	 nt_385	 [134]	 nt_386	 [135]	 nt_387261
	 [136]	 nt_388	 [137]	 nt_389	 [138]	 nt_391	 [139]	 nt_392	 [140]	 nt_393262
	 [141]	 nt_394	 [142]	 nt_395	 [143]	 nt_401	 [144]	 nt_402	 [145]	 nt_403263
	 [146]	 nt_404	 [147]	 nt_405	 [148]	 nt_407	 [149]	 nt_408	 [150]	 nt_409264
	 [151]	 nt_410	 [152]	 nt_411	 [153]	 nt_412	 [154]	 nt_413	 [155]	 nt_414265
	 [156]	 nt_415	 [157]	 nt_416	 [158]	 nt_417	 [159]	 nt_419	 [160]	 nt_420266
	 [161]	 nt_428	 [162]	 nt_429	 [163]	 nt_433	 [164]	 nt_434	 [165]	 nt_435267
	 [166]	 nt_437	 [167]	 nt_444	 [168]	 nt_450	 [169]	 nt_453	 [170]	 nt_462268
	 [171]	 nt_465	 [172]	 nt_474	 [173]	 nt_477	 [174]	 nt_483	 [175]	 nt_486269
	 [176]	 nt_489	 [177]	 nt_495	 [178]	 nt_498	 [179]	 nt_501	 [180]	 nt_507270
	 [181]	 nt_513	 [182]	 nt_516	 [183]	 nt_519	 [184]	 nt_522	 [185]	 nt_525271
	 [186]	 nt_528	 [187]	 nt_531	 [188]	 nt_534272
;273

274
MATRIX275
[               10        20        30        40        50        60        70        80        90       100       110       120       130       140       150       160       170       180        ]276
[                *         *         *         *         *         *         *         *         *         *         *         *         *         *         *         *         *         *        ]277
Hap_1   AGCATTAATGTGTTTTCTATGCGGGGATTATCCCTCTGTAGCGCTCGGACTGCGGGATTGCATTTCCAGACGATTGGATCTAAAATTTAATCGGAATCCGCCCCCCTGCCTCCCCTGCCCTCCAGCCCTTAGATTTAGCCTGGGCGGAATGCGGGCTGATGATTGCATCTTGCCCGACCTGCCCCCCT278

279
Hap_2   ..................................................C.............C.....T............................................................C...C....................................................280

281
Hap_3   ..................................................C.............C.....T.......................................................................................G.............................282

283
Hap_4   ..................................................C.............C.....T.....................................................................................................................284

285
Hap_5   ...........................................................................A................................................................................................................286

287
Hap_6   ...................................................................................................................................C........................................................288

289
Hap_7   .................................................................G..........................................................................................................................290

291
Hap_8   ..................................................C.............CT....TT..............................................................................................................T.....292

293
Hap_9   ..................................................C.............CT....TT..............C...............................................................................................T.....294

295
Hap_10  ........C.........................................C.............CT....TT..............................................................................................................T.....296

297
Hap_11  ..................................................C.............CT....TT....................................................A.........................................................T.....298

299
Hap_12  .T....G....ACC...C...........G..............C.....C..A....C.........AG....C.A....G..G.A...G.....AT........CC..C.............A...A.....C..A...C...A............G...................T.........300

301
Hap_13  .T....G....ACC...C...........G.T............C.....C..A....C.........AG....C.A....G..G.A...G.....AT........CC..C.............A...A.....C..A...C..TA............G...................T.........302

303
Hap_14  .T....G....ACC...C...........G..............C.....C..A....C.........AG....C.A....G..G.A...G.....AT........CC..C.................A.....C..A...T.......CA.......G...................T......T..304

305
Hap_15  CT.........A..C..C...........G.....T..............C.............C..CAT....C.A....T..G.G....T....AT............C.................A.....C.................C.TA..G.............................306

307
Hap_16  CT.........A.....C...........G....................C.............C..CAT....CCA....T..G.G...C.....AT............C...G.............A.....C.................C.TA..G........C....................308

309
Hap_17  CT.........A.C...C...........G..............C.A...C.............C..CAT...GC.AT...T..G.G...CT....AT...T........C..T..............A.....C.................C.TA..G........C....................310

311
Hap_18  CT.........A..C..C...........G.....TC.......C.....C.............C..CAT....C.A....T..G.G...CT....AT............C.................A.....C.................C.TA..G.............................312

313
Hap_19  CT.........A..C..C...........G.....TC.............C.............C..CAT....C.A....T..G.G....T....AT............C.................A.....C.................C.TA..G.............................314

315
Hap_20  CT.........A..C..C...........G..T..TC.......C.....C.............C..CAT....C.A....T..G.G...CT....AT............C.................A.....C.................C.TA..G.............................316

317
Hap_21  CT.........A.....C...........G..............C.....C.............C..CCT....C.A.......G.G...CT....AT............C.................A.....C.................C.TA................................318

319
Hap_22  CT.........A.....C...........G..............C.....C.............C..CCT....C.A.......G.G...CT....AT............C.................A.....C.................C.TA...................A............320

321
Hap_23  CT.........A.....C...........G..............C.....C............CC..CAT....C.A....T..G.G...CT....AT............C.................A.....C.................C.TA..G........C....................322

323
Hap_24  CT.........A.....C...........G......C.......C.....C.............C..CAT....C.A....T..G.G...CT....AT............C.................A.....C.................C.TA..G........C....................324

325
Hap_25  CT.........A.....C...........G..............C.....C.............C..CAT....C.A....T..G.G...CT....AT............C.................A.....C.................C.TA..G........C....................326

327
Hap_26  CT.........A.....C...........G....................C.............C..CAT....CTA....T..G.G...C.....AT............C.................A.....C..A..............C.TA..G........C....................328

329
Hap_27  CT.........A.....C...........G......C.............C.............C..CAT....C.A....T..G.G...CT....AT............C.................A.....C.................C.TA..G........C....................330

331
Hap_28  CT.........A.....C...........G..............C.....C.............C..CCT......A.......G.G...CT....AT............C.................A.....C.................C.TA................................332

333
Hap_29  CT.........A.....C...........G..............C.....C.............C..CCT...AC.A.......G.G...CT....AT............C.................A.....C.................C.TA................................334

335
Hap_30  CT.........A.....C...........G..............C.....C.............C..CCT....C.A.......G.G...CT....AT............C.................A.....C.................C.TA..G...........C.................336

337
Hap_31  CT.........A.....C...........G..............C.....C.............C..CCT....C.A.......G.G...CT..G.AT............C.................A.....C.................C.TA................................338

339
Hap_32  CT.........A.....C...........G..............C.....C.............C..CCT....C.A.......G.G...CT....AT............C.................A.....C.................C.TA..G........C....................340

341
Hap_33  CT.........A.....C...........G..............C.....C.............C..CCT....C.A.......G.G...CT....AT............C.................A.....C.................C.TA.................T..............342

343
Hap_34  CT.........A.....C...........G..............C.....C.............C.TCCT....C.A.......G.G...CT....AT............C.................A.....C.................C.TA................................344

345
Hap_35  CT.........A.....C...........G..............C.....C.............C..CAT....C.A....T..G.A...CT....AT............C.................A.....C.................C.TA..G........C....................346

347
Hap_36  CT.........A.....C...........G..............C.....C.............C..CAT....C.A.......G.G...CT....AT............C.................A.....C.................C.TA..G..................T..........348

349
Hap_37  .AT.C.C..A..C.C.TC.............T.....A.G...AC.....C.....T....G......AG...C..AGC..G..G.G.G.AT....AT......G..C.GC..T.....TCT.C....GCG.GC..G.TTCA...AA......AA.C...A.C.............GT.......T.C350

351
Hap_38  .AT.C.C..A..C.C.TC.C...........T.....A.G...AC.....C.....T....G......AG...C..AGC..G..G.G.G.AT....AT......G..C.GC..T.....TCT.C....GCG.GC..G.TTCA...AA......AA.C...A.C.............GT.......T.C352

353
Hap_39  .AT.C.C..A..C.C.TC.............T....AA.G...AC.....C.....T....G......AG...C..AGC..G..G.G.G.AT....AT......G..C.GC..T.....TCT.C....GCG.GC..G.TTCA...AA......AA.C...A.C.............GT.......T.C354

355
Hap_40  .AT.C.C..A..C.C.TC.............T.....A.G...AC..A..C.....T....G......AG...C..AGC..G..G.G.G.AT....AT......G..C.GC..T.....TCT.C....GCG.GC..G.TTCA...AA......AA.C...A.C.............GT.......T.C356

357
Hap_41  .AT...C.....C...TC...T.......G.....G.A.G...AC.....C.....G....G.A...GAT...C..A.C.....G.G.G..T....AT.........C.GC....C...T...C...TGCG.C....ATT.AA...........A.CAG.A.C....CTC......G..C.....T.C358

359
Hap_42  .AT...C.....C...TCG........C...T.....A.G...AC.....C.....T....G...TTGAT...C..AGC.....G.G.G..T....AT......G..C.GC......TT....C...TGCG.GC....TT.AA...........ATC.G.A.C....CT..A....G........T.C360

361
Hap_43  .AT.C.C.....C...TC...........G...T...C.G...ACT....C.....G....G.C...GAC...C..A.CT....G.G.G..T..G.AT......G..C.GC....C.......C....GCGTG..G.ATT.AA.A...........CA..A.C.............G..A.....T.C362

363
Hap_44  .AT.C.C.....C...TC...........G...T...C.G...ACT....C.....G....G.C...GAC...C..A.CT....G.G.G..T..G.AT......G..C.GC....C.....T.C....GCGTG..G.ATT.AA.A...........CA..A.C.............G..A.....T.C364

365
Hap_45  .AT.C.C.....C...TC...........G...T...C.G...ACT....C.....G....G.C...GAC...C..A.CT....G.G.G..T..G.AT......G..C.GC....C.......C....GCGTG..G.ATT.AA.A...........CA..A.C.............G..A....TT.C366

367
Hap_46  GA...GGGG..T....TG......TCG.CT.A..CAGT.G..AAC.....C..C..GCCA..CA.T.GATA.T.A.AGCAA..GG.G.TG....GTA........TC...C....G....C..C.T.TA.C.GC.CCC..CA.ATA......T.TA.......G...C.C...T..G.TG..T....C368

369
Hap_47  .A..CACGA.CCC...TA......TCGCCTCA..CAGT.GT.AAC.....C..T..GCC....A.T.GATAA..A.ACC....GG..CT.....GTA.......G....TC...TG....C..CCT.TA.C.GC.CCT..CA...A........A..A.....G.T...C...T..G.TG.......C370

371
Hap_48  GATGC.CT...AA.CC.A.C..TA.CG.CT.A..CACCCG.TA.CAT..T.ATCACGACA...GC..CTC...A.T..A.AG.TG..G.T.TACTGA.AA...TGT.TT.G.T..C..TTCT.CT.T.A.G.TGA.GAGTG.A..TC.GCATAA.A.T.CAGG.A...AC.A.TT...G.A..T...C372

373
Hap_49  GATGC.CTC...A.CCTG.C..TA.CG.CT.A..CTCCCG....CACAG.CATTATGC.AAGGAG.TCAC..GACC..A.CGCT.CAG..C.CCTGA.AA...TGTCCT.C.T.......C..CT...ACG.CGA.GAGTA...GTT..CAT.TTG.T.CAGC..........T..G..A...T.T.C374

375
Hap_50  GATGC.CTC...A.CCTG.C..TA.CG.CT.A..C.CCCG....CACAG.CATCATGC.AAGGAG.TCAC..GACC..A.CGCT.CAG..C.CCTGA.AA...TGTCCT.CTT.......C..CT...ACG.CGA.GAGTA...GCT..CAT.TTG.T.CAGC......C...T..G..A...T.T.C376

377
Hap_51  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..A.CACA..CA.CAC.CC...CAAA.TAT.A.GATA...C.TTGCAC..CTATCTA.AAT..TGTCT.TC....C.......CT...A.G.C.A.GAT.G..TTCCG.CATA.TA.T.CAGC...G..C..T...G.TC...T.T.C378

379
Hap_52  GATTC.CTC...A.CC.G....TA.TG..T.A..CACC.G..ATCACAG.CA.CAT.CC...CAAA.TATTA.GAC....C.TTGCAG..C.ATCTA.AAT..TGTCT.TC....C.......CT.T.A.G.CCA.GAT.GA.CTCCG.CATA.TA.T.CAGC......C..T.T.G.TC...T.T.C380

381
Hap_53  GATTC.CTC...A.CC.G....TA.TG..T.A..CACC.G..ATCACAG.CA.CAT.CC...CAAA.TAT.A.GAC....C.TTGCAG..C.ATCTA.AAT..TGTCT.TC....C.......CT.T.A.G.CCA.GAT.G..CTCCG.CATA.TA.T.CAGC......C..T.T.G.TC...T.T.C382

383
Hap_54  GATTC.CTC...A.CC.G....TA.TG..T.A..CACC.G..ATCACAG.CA.CAT.CC...CAAA.TAT.A.GAC....C.TTGCAG..C.ATCTA.AAT..TGTCT.TC....C.......CT.T.A.G.CCA.GAT.GA.CTCCG.CATA.TA.T.CAGC......C..T.T.G.TC...T.T.C384

385
Hap_55  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..ATCACAG.CA.CAC.CC...CAAA.TAT.A.GATA...C.TTGCAC..CTATCTA.AAT.GTGTCT..C....C.......CT...A.G.CCA.GAT.G..CTCCG.CATA.TA.T.CAGC...G..C..T...G.TC...T.T.C386

387
Hap_56  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..ATCACAG.CA.CAC.CC...CAAA.TAT.A.GATA...C.TTGCAC..CTATCTA.AAT.GTGTCT.TC....C....C..CT...A.G.CCA.GAT.G..CTCCG.CATA.TA.T.CAGC...G..C..T...G.TC...T.T.C388

389
Hap_57  GAT.C.CTC...A.CC.G....TA.TG..C.A..CACC.G..A.CACAG.CA.CAC.CC...CAAA.TAT.A.GAT....C.TTGCAG..C.ATCTA.AAT..TGTCT.TC....C......TCT...A.C.CCA.GAT.G..CTCCG.CATA.TA.T.CAGC......C..T...G.TC...T.T.C390

391
Hap_58  GAT.C.CTC...A.CC.G....TA.TG..C.A..CACC.G..A.CACAG.CA.CAC.CC...CAAA.TAT.A.GAC....C.TTGCAG..C.ATCTA.AAT..TGTCT.TC....C......TCT...A.C.CCA.GAT.G..CTCCG.CATA.TACT.CAGC......C..T...G.TC...T.T.C392

393
Hap_59  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..ATCACAG.CA.CAT.CC...CAAA.TAT.A.GAC....C.TTGCAG..C.ATCTA.AAT..TGTCT.TC....C.......CC...A.G.CCA.GAT.G..CTCC..CATA.TA.T.CAGC...G..C..T...G.TC...T.T.C394

395
Hap_60  GATCCACTC...A.CC.G....TA.TG.CT.A..CACC.G..A..ACAG.CA.CAC.CC.T.CAAA.TACTA.GAC....C.TTGCAG..C.ATCTA.AAT..TGTCT.TC....C.....TTCT...A.G.CCA.GATTG..CTCCG.CATA.TA.T.CAGC......C..T...GTTC...T.T.C396

397
Hap_61  GATTC.CTC...A..C.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.CACT..GAC....C.TTGCAG..CTATTTA.AAT..TGTCTT.C....C.T..C..CT...A...CCA.GAT.G..CTCCG.CATA.TA.T.CAGC......C..TT..G.T....T.T.C398

399
Hap_62  GATTC.CTC...A..C.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.CACT..GAC....C.TTGCAG..CTATTTA.AAT..TGTCTT.C....CAT..C..CT...A...CCA.GAT.G..CTCCG.CATA.TA.T.CAGC......C..TT..G.T....T.T.C400

401
Hap_63  GATTC.CTC...A..C.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.CACT..GAC....C.TTGCAG..CTATTTA.AAT..TGTCTT.C....C.T..C..CT...A...CCA.GAT.A..CTCCG.CATA.TA.T.CAGC......C..TT..G.T....T.T.C402

403
Hap_64  GATTC.CTC...A..C.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.CACT..GAC....C.TTGCAG..CTATTTA.AAT..TGT.TT.C....C.T..C..CT...A...CCA.GAT.G..CTCCG.CATA.TA.T.CAGC......C..TT..G.T....T.T.C404

405
Hap_65  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.CACT..GAC....C.TTGCAG..CTATTTA.AAT..TGTCTT.C....C.T..C..CT...A...CCA.GAT.G..CTCCG.CATA.TA.T.CAGC......C..TT..G.T....T.T.C406

407
Hap_66  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.C.CT..GAC....C.TTGCAG..CTATCTA.AAT..TGTCTT.C.........CT.CTT..A...CCA.GATGG.ACTCCG.CATA.TA.T.CAGC......C..T...G.TC...T.T.C408

409
Hap_67  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.C.CT..GAC....C.TTGCAG..CTATTTA.AAT..TGTCCT.C.........C..CTTT.A...CCA.GATGG.ACTCCG.CATA.TA.T.CAGC......C..T...G.TC.T.T.TTC410

411
Hap_68  GATTC.CTC...A.CC.G..C.TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.C.CT..GAC....C.TTGCAG..CTATTTA.AAT..TGTCCT.C.........C..CTTT.A...CCA.GATGG.ACTCCG.CATA.TA.T.CAGC......C..T...G.TC.T.T.TTC412

413
Hap_69  GATTC.CTC...A.CC.G....TA.TG.CT.A..CACC.G..A.CACAG.CA.CAC.C....CCAA.C.CT..GAC....C.TTGCAG..CTATCTA.AAT..TGTCCT.C.........C..CTTT.A...CCA.GATGG.ACTCCG.CATA.TA.T.CAGC......C..T...G.TC.T.T.TTC414

415
Hap_70  GATTC.CTC...A.CC.G....TA.TG.CT.A..CAC..G..A.CACAG.CA.CAC.C....CCAA.C.CT..GAC....C.TTGCAG..CTATTTA.AAT..TGTCCT.C.........C..CTTT.A...CCA.GATGG.ACTCCG.CATA.TA.T.CAGC......C..T...G.TC.T.T.TTC416
;417
END;418
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FASTA Alignment of Aspergillus section Nigri428
>4501|niger|CBS 554.65 IMI 050566|||429
-----------------------AAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-CCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG430
>10355|nige||grape|Italy|431
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-CCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG432
>10359|niger||grape|Italy|433
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-CCAGAATGATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTACATTCACGCCTGTA--AGGCGGAAATGCGGGCTGGATCGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG434
>10939|niger||Pistachio|USA|435
-----------------------AAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGGCAGC-ATTTT-CCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG436
>11448|niger||Cashew nut|Brazil|437
----------------------------------CTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-CCAGAATGATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG438
>11552|niger||Cashew nut|India|439
-----------------------------GCCTTCTCCCTCTTTGTGAGTGCTTCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTTACACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-CCAGAATGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG440
>12751|niger||Pistachio|USA|441
-----------------------AAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-CCAGAATGATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG442
>14270|niger|||Turckey|443
------------------------------------CCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-CCAGAACGATT-TAGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG444
>14923|niger||Almond|Italy|445
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-CCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG446
>16150|niger|121.28|Awamori-koji alcoholic beverage|Japan|447
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-CCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG448
>5218|niger||grape|Greece|449
-------------------------------------------------TGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-CCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTACATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG450
>7090|niger||grape|Italy|451
-------------------------------------------------TGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-GCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG452
>7559|lacticoffeatus|CBS  101883 IBT 22031||  |453
-----------------------AAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTA---TACCTGTAGCGCTCGATCC---------GACTGCGGGATTTCGACAGC-ATTTT-CCAGAACGATT-TGGATCATAATACTAATTTAAATCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG454
>4509|awamori||||455
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG456
>10206|awamori||grape|Italy|457
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATCTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG458
>10372|awamori||grape|Italy|459
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAACGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG460
>10615|awamori||||461
---------------------------AGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG462
>11943|awamori||Raisins|Turckey|463
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTATGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG464
>12120|awamori||Raisins|USA|465
----------------------------GGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---CACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG466
>14028|awamori||almond|Spain|467
-------------------------GGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-CCAGAATGATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG468
>14032|awamori||almond|USA|469
------------------------------------------------------------GGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG470
>14307|awamori|||Turckey|471
-----------------------------------------------------------AGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACAATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG472
>4689|awamori||||473
--------------------------------------------GTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG474
>7500|awamori||grape|Italy|475
------------------------------------------------------------GGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG476
>8914|awamori||corn|Molise|477
---------------------------AGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG478
>8930|awamori||corn|Molise|479
----------------------------GGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-TCAGAATTATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTTGACCGCGACAACAATGG480
>7048|brasiliensis|CBS101740 IMI381727|Soil|Brazil|481
-----------------------AAGGAGGCCTTCTCCCTCTTTGTGAGTGCCCCCTGAAGGATCATAA-TACTGATGTACCTTGGGACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGGACC---------GACCGCAGGATCTCGACAGCCATTCT-CCAAG-CGATC-TGAATCATGATACTGATATAATGCGG-GAAATAGGCCAGATCACCACCAAGGAGCTCGGCACCGTCATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACAATCGACTTCCCCGGTATGTGATAGATCTACACCTCGA--AGGCAG-AATGCGGGCTGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGTGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG482
>6139|brasiliensis||grape|Portugal|483
----------------------------------------------------CCCCTGAAGGATCATAA-TACTGATGTACCTTGGGACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTTCCCTT-CACGTTT---TACCTGTAGCGCCCGGACC---------GACCGCAGGATCTCGATAGCCATTCT-CCAAG-CGATC-TGAATCATGATACTGATATAATGCGG-GAAATAGGCCAGATCACCACCAAGGAGCTCGGCACCGTCATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACAATCGACTTCCCCGGTATGTGATAGATCTACACCTCGA--AGGTAG-AATGCGGGCTGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGTGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG484
>6145|brasiliensis||grape|Portugal |485
-----------------AGTTTCAAGGAGGCCCTCTCCCTCTTTGTGAGTGCCCCCTGAAGGATCATAA-TACTGATGTACCTTGGGACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGGACCC--------GACCGCAGGATCTCGACAGCCATTCT-CCAAG-CGATC-TGAATCATGATACTGATATAATGCGG-GAAATAGGCCAGATCACCACCAAGGAGCTCGGCACCGTCATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACACCTTGA--AGGCGG-AACACGGGCTGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGTGAGGCTTTCAAGGTCTTCGACCGCGATAACAATGG486
>16174|eucalypticola|type|Eucalyptus|Australia|487
---------------------TCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGAGCATAA-TGCTAATGTGTTTTCGGACTTAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTATCCCCTT-CACATTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGC-ATTTC-CCAGAATGATT-TGGATCATAATACTAATTTAA-TCGGTGAATCAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTTGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGTTAGATTTACGCCTGTA--AGGCGGAAATGCGGGCTGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG488
>16155|piperis|type|Black pepper|Denmark|489
---------------------------AGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTCTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-TACGTTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGCCATTTC-CCCAT-CGATC-TGAATCATTATACTGATGTAATTTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--GGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG490
>7555|costaricaensis|Type|||491
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCCGAAGGCTCATAA-TGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGCCATTCC-CCCAT-CGATC-TCAATCATTATACTGATGTAATCCGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGGTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG492
>7561|vadensis|Type|||493
------------------------------------------------------------GGCTCATAA-TGCTAATGTATCTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCAATCC---------GACCGCGGGATTTCGACAGCCATTCC-CCCAT-CGAGC-TGATTCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACTACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG494
>4507|acidus|CBS 564.65 IMI 104688|||495
-----------------------AAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTCTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-TACGTTT---TACCCGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCCATTTC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--GGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG496
>4508|acidus|CBS 565.65 IMI 175963|||497
----------------------------------------------------TCCCTGAAGGCTCATAA-TGCTAATGTATTCTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-TACGTTT---TACCCGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCCATTTC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--GGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG498
>15732|acidus|CBS 106.47||Switzerland|499
--------------------------GAGGCCTTCTCCCTCTTTGTGAGTGCCCCCTGAAGGCTCATAA-TGCTAATGTATTCTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-TACGTTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGCCATTTC-CCCAT-CGATC-TGAATCATTATACTGATGTAATTTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--GGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG500
>12754|acidus||Pistachio|USA|501
-----------------------AAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTCTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-TACGTTT---TACCCGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGCCATTTC-CCCAT-CGATC-TGAATCATTATACTGATGTAATTTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--GGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG502
>14026|acidus||almond|Spain|503
------------------------AGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTCTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCTCCTT-TACGTTT---TACCCGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCCATTTC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--GGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG504
>7040|tubingensis|CBS134.48505
---------------------------AGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG506
>10916|tubingensis||Almond|Italy|507
------------------------AGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAAGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG508
>10651|tubingensis||Pistachio|509
-------------------GTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATCCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG510
>11554|tubingens||Cashew nut|511
---------------------TCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCCGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG512
>12711|tubingensis||Pistachio|513
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATCCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGGA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG514
>13309|tubingensis||Pistachio|515
---------------------------AGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG516
>14044|tubingensis||almond|517
------------------------AGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGCCATTCC-CCCAT-CGATC-TTAATCATTATACTGATGTAATCCGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACACCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG518
>11210|tubingensis||Walnut|China|519
--------------------------------TTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG520
>11431|tubingensis||Cashew nut|Brazil|521
----------------------------------CTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCCGTAGCGCTCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG522
>11777|tubingensis||grape|Argentina|523
---------------------------------TCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATT-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG524
>11793|tubingensis||grape|Argentina|525
-------------------------------------------TGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATT-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG526
>11823|tubingensis||grape|Argentina|527
------------------------AGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGAAC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG528
>12711|tubingensis||Pistachio|USA|529
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATCCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGGA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG530
>12931|tubingensis||Raisins|Turckey|531
-------------------GTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGCAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG532
>13296|tubingensis||Pistachio|USA|533
-------------------GTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--GAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG534
>13309|tubingensis||Pistachio|Iran|535
---------------------------AGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG536
>13312|tubingensis||Pistachio|Iran|537
-------------------GTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG538
>14263|tubingensis|||Turckey|539
-------------------------------CTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGATTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG540
>14304|tubingensis|||Turckey|541
----------------------------GGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CTCCTTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG542
>15228|tubingensis||corn|Emilia Romagna|543
--------------------------------------------GTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCAAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCCTTCGATT-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGATTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG544
>A. neoniger CBS 115656545
------------------------------------------------------------GGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATATAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG546
>10941|tubingensis||Pistachio|USA|547
-------------------GTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCCGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG548
>10976|tubingensis||Pistachio|Turckey|549
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATCCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG550
>11431|tubingensis||Cashew nut|551
----------------------------------CTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCCGTAGCGCTCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG552
>11706|tubingensis||Cashew nut|Brazil|553
----------------------CAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CGCGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACAGCTATTTC-CCCATTCGATC-TGAATCATAATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATTCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG554
>12121|tubingensis||Raisins|USA|555
-------------------GTTCAAGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-CGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTGTCCCCTT-CACGTTT---TACCTGTAGCGCCCGATCC---------GACCGCGGGATTTCGACTGCAATTCC-CCCAT-CGATC-TGAATCATTATACTGATGTAATCTGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACGCCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG556
>14044|tubingensis||almond|USA|557
------------------------AGGAGGCCTTCTCCCTCTTTGTGAGTGCTCCCTGAAGGCTCATAA-TGCTAATGTATTTTCGAACTCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCCTT-CACGTTT---TACCTGTAGCGCTCGATCC---------GACCGCGGGATTTCGACAGCCATTCC-CCCAT-CGATC-TTAATCATTATACTGATGTAATCCGG--AAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGAACGATCGACTTCCCCGGTATGTGATAGATCTACACCTGTA--AGGCGGGAATGCCGTATGGGTTGTGATTGACTTTTGCCGCCAGAATTCCTCACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAAATCCGCGAGGCTTTCAAGGTCTTCGACCGCGACAACAATGG558
>4503|carbonarius|CBS 556.65 IMI 016136|||559
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG560
>4550|carbonarius|||Portugal|561
-------------TGAGTTTCAAGGGAGGCCTTCTTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG562
>4729|carbonarius||grape|Italy|563
------------------------------------------------------------G-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG564
>4784|carbonarius||grape|France|565
-------------------------GGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG566
>4838|carbonarius||grape|Italy|567
------------------------------------------------------------G-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG568
>4839|carbonarius||grape|Italy|569
------------------------------------------------------------G-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG570
>4841|carbonarius||grape|Italy|571
----------------------------------CTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG572
>4932|carbonarius||grape|Spain|573
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG574
>6597|carbonarius||Seed of Coffea arabica||575
----------------------------------------------------CTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAACAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG576
>6760|carbonarius||grape|Italy|577
----------------TGAGTCCAAGGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG578
>6761|carbonarius||grape|Italy|579
--------------------------GAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG580
>6763|carbonarius||grape|Italy|581
-------------------------GGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG582
>6764|carbonarius||grape|Italy|583
----------------------------------------------------------AAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG584
>6765|carbonarius||grape|Italy|585
----------------------CAAAGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG586
>6766|carbonarius||grape|Italy|587
-----------------------------GCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG588
>6767|carbonarius||grape|Italy|589
------------------------------------------------------------GCAATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG590
>6774|carbonarius||Soil|The Netherlands|591
--------------------------------------------------------TGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG592
>6780|carbonarius||Soil|Indonesia|593
----------------------------------------------------CCTCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG594
>10262|carbonarius||grape|Italy|595
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG596
>10318|carbonarius||grape|Italy|597
---------------TGAGTTCAAAGGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG598
>10329|carbonarius||grape|Italy|599
-------------------------------------------------------------AAATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG600
>12549|carbonarius||Raisins|Turckey|601
---------------------------------CTCCCTCTTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG602
>12552|carbonarius||Raisins|Turckey|603
-----------------------AAGGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCAATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG604
>12560|carbonarius||Raisins|Turckey|605
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATACA--CGCTCATATGCTCT--AATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATCCTATTCCCTT-CATATT----TACCTATGGCGACCGAACC---------AACCGCGGGTTTCCGAAAGCCGTTTT-CCAAG-CGACT-TGAGCCGTGATACTGATGTGACATGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCTGAGTCTGAGCTTCAGGACATGATCAATGAGGTCGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGGGCTTGTGTTCACACGAGGCAAGAATGCGAACCGGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATTCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG606
>16178|sclerotiicarbonarius|type|coffee bean|Thailand|607
----------------------------GGCCTTCTCCCTCTTTGTAAGTACCTCCTGAAG-AATATA--TACTCATGTGCTTT--AATCCAATAGGACAAGGATGGTGATGGTGGGTGG-AATTCTGTCCCCTT-GATGTT----TACCTATGGCGACCGAACC---------GACCGCGGGGTTCCGAAAGCCGTATT-CCGAT-CGACT-TGAACC-TAATACTGATGTGACTTGG-GAAATAGGCCAGATCACCACCAAGGAGCTCGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAATGAGGTTGACGCTGACAACAACGGCACGATCGACTTCCCTGGTATGTGGCGGCTTTATATTTATAGAAAGCGGGAATGCGGACCAGGT----ATTAACTTCTGCC---AGAATTCCTCACTATGATGGCCCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATCCGCGAGGCCTTCAAGGTCTTCGACCGCGATAACAACGG608
>7560|sclerotioniger|Type||India|609
---------------------------------TCTCCCTCTTTGTAAGTACCCCCTGAAG-AATATA--TGCTCATGTGCTTT--AATCCGATAGGACAAGGATGGCGATGGTGGGTGG-AACCCTATTCCCTT-CGTGTT----TACCTATGGCGACCGAACC---------GACCGCGGGTTTCCGAAAGCTGTTTT-TTGAT-CGACT-TGAGCCGTAATACTGATGTGACTTGG-GAAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGATATGATTAACGAGGTTGACGCTGACAACAACGGCACGATCGACTTCCCTGGTATGTGGCGGGCTTATGTTTATACGAAGCGGGAATGCGGATCGGGT----ATTAACTTCTGCC---AGAATTCCTCACTATGATGGCTCGTAAGATGAAAGACACCGACTCCGAGGAGGAGATCCGCGAGGCTTTCAAGGTCTTCGACCGCGATAACAACGG610
>4776|ibericus|IMI 391429|grape|Portugal|611
----------------------------------------------------CCCCTGAA-GAATACA--TACTCATGTGCTTT--GATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCTTT-CATGTT----TATCTCTGGCGACTGAACC---------GACCGCGGGGTT------GCCGTCTT-CCGAC-CGACT-TGAACT-TAATACTGATGTGACTTGG-GGAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGTGTTGATATTTATAGGAAGAGGGAATGCGGGCCAGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATCCGCGAGGCATTCAAGGTCTTCGACCGCGATAACAACGG612
>6600|ibericus|IMI 391428|grape|Spain|613
---------------------------------------TCTTTGTAAGTTCCCCCTGAA-AAATACA--TACTCATGTGCTTT--GATCCAATAGGACAAGGATGGCGATGGTGGGTGG-AATTCTGTCCCTTT-C-------------TCTGGCGACTGAACT---------GACCGCGGGGTT------GCCGTCTT-CCGAC-CGACT-TGAACT-TAATACTGATGTGACTTGG-GGAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGATGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGTGTTGATATTTATAGGAAGAGGGAATGCGGGCCAGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATCCGCGAGGCATTCAAGGTCTTCGACCGCGATAACAACGG614
>6778|ibericus||Soil|India|615
------------------------------------------------------------AGAATACA--TACTCATGTGCTTT--GATCCAATAGGACAAGGATGGCGATGGTGGGTGGGAATTCTGTCCCTTT-CATGTT----TATCTCTGGCGACTGAACC---------GACCGCGGGGTT------GCCGTCTT-CCGAC-CGACT-TGAACT-TAATACTGATGTGACTTGG-GGAATAGGCCAGATCACCACCAAGGAGCTGGGCACTGTCATGCGCTCGCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACGATCGACTTCCCCGGTATGTGGCGTGTTGATATTTATAGGAAGAGGGAATGCGGGCCAGAT----ATTAACTTCTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGACTCCGAGGAGGAGATCCGCGAGGCATTCAAGGTCTTCGACCGTGATAACAACGG616
>4499|ellipticus-helicotrix617
------------------------------------------------------------GAGACATACTCACGGGGGTTTTTTTGGGTTGAATAGGACAAGGATGGCGATGGTGGGTTCC-GTTCCTTACCCCTCAACGTT----CGCCGTTGGCAACCGCCCC---------GACCGCCGGGCCTAGAAGACAACA-T-TCGATGAGTTAATGAGCAAAAATGCTGATGTTGTTCGG-TGTACAGGCCAGATCACCACCAAGGAGCTCGGTACCGTGATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTGCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACGATCGATTTCCCTGGTATGTGATCGGCTCCGCCCCACGAGAGATAGGAATGCTGTATGGAT----ATTGACTTTGGCC---AGAATTCCTCACCATGATGGCCCGTAAGATGAAGGACACCGATTCCGAGGAGGAGATCCGTGAGGCGTTCAAGGTCTTTGACCGCGACAACAACGG618
>7045|heteromorphus|CBS 117.55 IMI 172.288|Brazil|619
------------------------------------------------------------GGAACACAGGCTAACGAGCCCTTTTGCGT-AAATAGGACAAGGATGGCGATGGTGGGTTCCCGCTCCTCACCCCTCAACGTT----CGGCGTTGTCAACCGCCCC---------GACCGCTGGGCCTCGAAGGCGATAAT-TCGATGAAATA--GACCCATAATGCTGATTCTATTCGG-TGTACAGGCCAGATCACCACCAAGGAGCTGGGCACTGTGATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGTTGCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACCATCGATTTCCCTGGTATGTGATCGGCTCCATCCCACGAGGGGCAGGAATGCGGACTAGAT----GTTGACTTTGGCT---AGAATTCCTTACCATGATGGCCCGTAAGATGAAGGACACCGATTCCGAGGAGGAGATCCGTGAGGCGTTCAAGGTCTTCGACCGCGACAACAACGG620
>16177|saccharolyticus|cbs 127449|Denmark|621
----------------------CAAGGAGGCCTTCTCCCTATTTGTAAGCGTCTTC--GA--GATGC------TCTTGTAATCC----CTAA-CAGGACAAGGATGGCGATGGTTAGTGC-AGT-CCTTACCCCTCAATCAAT----CCACCCGGTACCAT-------------GATTATCACGACGCTACAACCATGACACCCTCCCGAATAGTGAACAAGATT-TGATTGATTTTAC-ATGACAGGACAAATCACCACCAAGGAGTTGGGTACTGTTATGCGTTCCCTGGGCCAGAACCCTTCCGAGTCTGAGCTCCAGGACATGATTAATGAGGTCGATGCTGACAACAACGGCACTATCGACTTTCCCGGTATGTGATGGTGATG-AGTGG-----AGCTCGAGCATAAGATTGAC-------AG---GTACC---AGAATTCCTTACAATGATGGCCCGTAAGATGAAAGACACCGATTCTGAGGAGGAAATCCGGGAGGCTTTCAAAGTCTTCGATCGCGACAACAACGG622
>7556|homomorphus|CBS 101889623
--------------------------------------------------------------GATGCGG---TTCTCGTGATCC----TCGAACAGGACAAGGATGGCGATGGTTAGTGC-AGTTCCTTACCCCTCTCTCAACGATCCCACCCGGCGCCACC-------ACAATAGCCATTATGCTGCGATTAACGGAGGACTCACACGGACACCGAACGCGCTTCTAACAGAATCCCC-TTGACAGGACAAATCACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCTTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGACGGCGATGAAGTAG-----GGGTTGAACATGTTGTTGAC-------AG---CTGCC---AGAATTCCTTACCATGATGGCTCGTAAGATGAAGGACACCGATTCCGAGGAGGAGATCCGCGAGGCATTCAAGGTCTTCGATCGCGATAACAACGG624
>11870|homomorphus_grape_Argentina|625
---------------------------------TCTCCCTCTTTGTAAGTAATTCC--GA--GATGCGG---TTCTCGTGATCC----TCGAACAGGACAAGGATGGCGATGGTTAGTGC-AGTTCCTTACCCCTCCCTCAACGATCCCACCCGGCGCCACC-------ACAATAGCCATCATGCTGTGATTAATGGAGGACTCACACGGACACCGAACGCGCTTCTAACAGAATCCCC-TTGACAGGACAAATCACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAATCCTTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGACGGCGATGAAGTAG-----GGGCTGAACATGTTGTTGAC-------AG---CTGCC---AGAATTCCTTACCATGATGGCCCGTAAGATGAAGGACACCGATTCCGAGGAGGAGATCCGCGAGGCATTCAAGGTCTTCGATCGCGATAACAACGG626
>16172|aculeatinus|cbs 121060|coffee bean|Thailand|627
----------------------------GGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TATAACCACCACACCGCAAACGCCACAGAAACTAT-CAAGAATTAATCGCATTTCTGACACAACCTAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATGGCTATGCATCGG-----GTTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAGTTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG628
>7037|fijiensis|Type|Lactuca sativa|Indonesia|629
----------------------------GGCCTTCTCCCTTTTTGTAAGCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCTTTACCCCTCAACGAAA---CCCGCCTGGCATCACCTGGCAC---TATAGCCACCATACCGCAAACGCCACAGAAACTAT-TAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACTATCGACTTTCCCGGTATGTGATGGCCATGCATCGA-----GCTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCTGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG630
>7047|brunneoviolaceus |atypic||Brazil|631
---------------------------------------CTTTTGTAAGCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCTTTACCCCTCAACGAAA---CCCGCCTGGCATCACCTGGCAC---TATAGCCACCATACCGCAAACGCCACAGAAACTAT-CAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACTATCGACTTTCCCGGTATGTGATGGCCATGCATCGG-----GCTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCTGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG632
>7044|aculeatus_atypic_Tropical soil633
----------------------------------------TTTTGTAAGCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCTTTACCCCTCAACGAAA---CCCGCCTGGCATCACCTGGCAC---TATAGCCACCATACCGCAAACGCCACAGAAACTAT-CAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACTATCGACTTTCCCGGTATGTGATGGCCATGCATCGA-----GCTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCTGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG634
>14821|trinidadensis ||Air Post office|Trinidad|635
--------------------------------------TTCTTTGTAAGCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCATCACCTGGCACCACTATAGCCACCACACCGCAAACGCCACAGAAACTAT-CAAGAATTAATCGCATTTCTGACACAACCTAT-GCTACAGGACAAATTACCACGAAGGAGTTGGGTACCGTTATGCGCTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATGGCCATGCATCGG-----GCTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAGTTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG636
>14829|trinidadensis ||Air House|California|637
------------------------------------------------GCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCATCACCTGGCACCACTATAGCCACCACACCGCAAACGCCACAGAAACTAT-CAAGAGTTAATCGCATTTCTGACACAACCTAT-GCTACAGGACAAATTACCACGAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATGGCCATGCATCGG-----GCTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAGTTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG638
>14783|floridensis||Air House|Florida|639
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGTGACCCC--GA--GATACGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCTCTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TATAGCCACCACACCGCAAACGCCACAGAAACTAT-CAAGAATTGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAATGGCACTATCGACTTCCCCGGTATGTGATCGCCATGCATCGG-----GCTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG640
>A_floridensis_IHEM 21069-CCF 4236641
CTGAAGAGCAAGTTTCCGAGTACAAGGAGGCCTTCTCCCTCTTTGTAAGTGACCCC--GA--GATACGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCTCTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TATAGCCACCACACCGCAAACGCCACAGAAACTAT-CAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAATGGCACTATCGACTTCCCCGGTATGTGATCGCCATGCATCGG-----GCTCCGGACATAGTACTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG642
>4760|aculeatus|nrrl 2053|||643
---------------CCGAGTACAAGGAGGCCTTCTCCCTTTTTGTAAGCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCATCACCTGGCAC---TATAGCCACCATACCGCAAACGCCACAGAAACTAT-CAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACCATCGACTTCCCCGGTATGTGATGGCCATGCATCGG-----GCTCCGAACATAGTATTGAC-------AG---CTGCC--CAGAGTTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG644
>7046|aculeatus|CBS 172.66|Tropical soil645
-------------ATTTGAGTACAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCTC--GA--GATCCGT---TACTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACTAC----------TATAGCCACCACACCGCAAACGTCACAGAAACTAC-TAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGATGCTGACAACAATGGCACTATCGACTTCCCCGGTATGTGATGGCCATGCATTGG-----GCTCCGGACATAGTATTGAC-------AGG--CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATTCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG646
>14807|aculeatus||Air House|Georgia|647
-------------------------GGAGGCCTTCTCCCTCTTTGTAAGCGACCTC--GA--GATCCGT---TACTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACTAC----------TATAGCCACCACACCGCAAACGTCACAGAAACTAC-TAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGATGCTGACAACAATGGCACTATCGACTTCCCCGGTATGTGATGGCCATGCATTGG-----GCTCCGGACATAGTATTGAC-------AGG--CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATTCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG648
>7047|aculeatus|CBS 621.78 IMI 312981||Brazil649
---------------------------------------CTTTTGTAAGCGACCCC--GA--GATTCGT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCTTTACCCCTCAACGAAA---CCCGCCTGGCATCACCTGGCAC---TATAGCCACCATACCGCAAACGCCACAGAAACTAT-CAAGAATCGATCGCATTTCTGACAGAATCCAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGCTCTCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGACATGATCAACGAGGTTGACGCTGACAACAACGGCACTATCGACTTTCCCGGTATGTGATGGCCATGCATCGG-----GCTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCTGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG650
>4834|uvarum||grape|Italy|651
--------------------------------------------------------------GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--TAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG652
>4833|uvarum||grape|Italy|653
-----------------------------------------CTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--TAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG654
>5013|uvarum||grape|Italy|655
----------------------------------CTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAAGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG656
>10357|uvarum||grape|Italy|657
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCAG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG658
>10364|uvarum||grape|Italy|659
----------------------CAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG660
>10365|uvarum||grape|Italy|661
-----------------------------GCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACTGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG662
>10208|uvarum||grape|Italy|663
-------------------------GGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG664
>12585|uvarum||Raisins|Turckey|665
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG666
>12679|uvarum||Raisins|Turckey|667
------------------AGTTCAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG668
>4727|uvarum||grape|Italy|669
---------------------CAAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATTC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TCTAGCCACCACACTGCAGACGCCACCGAAACCAC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTCCAGGATATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGACTTCCCCGGTATGTGATAGCCATGCATCGG-----GCTCCAGACATAGTATTGAC-------AG---CTGCC--TAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGATTCCGAGGAGGAGATCCGTGAGGCTTTCAAGGTCTTCGATCGCGATAACAACGG670
>7038_A.indologenus671
-----------------------------------TCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CCCGCCTGGCACCAC----------TATAGCCACCACACTGCAAACGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTTATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGATGCTGACAACAACGGCACTATCGATTTCCCCGGTATGTGATAGCCATGCATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTCTTCGATCGCGATAACAACGG672
>7034|japonicus|CBS 114.51673
----------------------CAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CACGCCTGGCACCAC----------TATAGCCACCACACTGCAAATGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGATTTTCCCGGTATGTGATAGCCATGTATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTTTTCGATCGCGATAATAACGG674
>16159|violaceofuscus|type|| France|675
---------------------------AGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CACGCCTGGCACCAC----------TATAGCCACCACACTGCAAATGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGATTTTCCCGGTATGTGATAGCCATGTATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTTTTCGATCGCGATAATAACGG676
>4497|japonicu|CBS 568.65 IMI 211387|||677
--------------------------------------------------------------GATTCAT---TTCTCGTGATCC----CTGA-TACGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CACGCCTGGCACCAC----------TATAGCCACCACACTGCAAATGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGATTTTCCCGGTATGTGATAGCCATGTATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTTTTCGATCGCGATAATAACGG678
>15926|japonicus||||679
------------------------AGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CACGCCTGGCACCAC----------TATAGCCACCACACTGCAAATGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGATTTTCCCGGTATGTGATAGCCATGTATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTTTTCGATCGCGATAATAACGG680
>11859|japonicus||grape|Argentina|681
---------------------TCAAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CACGCCTGGCACCAC----------TATAGCCACCACACTGCAAATGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GCTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGATTTTCCCGGTATGTGATAGCCATGTATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTTTTCGATCGCGATAATAACGG682
>14808|japonicus||Air House|South Carolina|683
-----------------------AAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CACGCGTGGCACCAC----------TATAGCCACCACACTGCAAATGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGATTTTCCCGGTATGTGATAGCCATGTATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTTTTCGATCGCGATAATAACGG684
>14788|japonicus||Air House|Kentucky|685
-----------------------AAGGAGGCCTTCTCCCTCTTTGTAAGCGACCCC--GA--GATTCAT---TTCTCGTGATCC----CTGA-TAGGACAAGGATGGCGATGGTTAGTGT-AGTTCCTTACCCCTCAACGAAA---CACGCCTGGCACCAC----------TATAGCCACCACACTGCAAATGCCACCGAAACCGC-TGAGAATCGATCGCATTTCTGACAGAATCTAT-GTTACAGGACAAATTACCACCAAGGAGTTGGGTACCGTCATGCGTTCCCTCGGCCAGAACCCCTCCGAGTCTGAGCTTCAGGACATGATCAACGAGGTCGACGCTGACAACAACGGCACTATCGATTTTCCCGGTATGTGATAGCCATGTATGGG-----ACTCCGGACATAGTATTGAC-------AG---CTGCC--CAGAATTCCTTACCATGATGGCCCGTAAGATGAAGGATACCGACTCCGAGGAGGAGATCCGTGAGGCCTTCAAGGTTTTCGATCGCGATAATAACGG686

687


